
Chansu Lee, et al. • 7DW8-5 ameliorates colitis in mice model 

www.irjournal.org

Silvio Danese, et al. • iSTART consensus recommendations

Su
pp

le
m

en
ta

ry
 T

ab
le

 1
. E

xp
re

ss
io

n 
of

 T
h1

, T
h2

, a
nd

 T
h1

7 
Pa

th
w

ay
 A

ss
oc

ia
te

d 
G

en
es

Ge
ne

_S
ym

bo
l

Ge
ne

_I
D

Tr
an

sc
rip

t_
ID

Ge
ne

_D
es

cr
ip

tio
n

7D
W

8-
5 

tr
ea

te
d 

 
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e 
vs

. o
nl

y 
DS

S 
ad

m
in

ist
ra

te
d 

m
ic

e

α -
Ga

lC
er

 t
re

at
ed

  
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e 
vs

. o
nl

y 
DS

S 
ad

m
in

ist
ra

te
d 

m
ic

e

7D
W

8-
5 

tr
ea

te
d 

 
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e 
vs

. α
-G

al
Ce

r t
re

at
ed

  
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e

Fo
ld

 
ch

an
ge

P-
va

lu
e

q-
va

lu
e

Fo
ld

 
ch

an
ge

P-
va

lu
e

q-
va

lu
e

Fo
ld

 
ch

an
ge

P-
va

lu
e

q-
va

lu
e

Th
1 

pa
th

w
ay

   
Th

1 
M

ar
ke

rs
: 

Cc
r5

12
77

4
N

M
_0

09
91

7
ch

em
ok

in
e 

(C
-C

 m
ot

if)
 

re
ce

pt
or

 5
1.

14
0.

73
6

0.
91

3
-1

.1
2

0.
64

7
0.

88
6

1.
28

0.
54

9
0.

69
9

Cx
cr

3
12

76
6

N
M

_0
09

91
0

ch
em

ok
in

e 
(C

-X
-C

 m
ot

if)
 

re
ce

pt
or

 3
-1

.3
4

0.
47

6
0.

90
0

-1
.3

7
0.

44
9

0.
86

7
1.

02
0.

89
5

0.
92

9

Ifn
g

15
97

8
N

M
_0

08
33

7
in

te
rf

er
on

 g
am

m
a

1.
17

0.
58

8
0.

90
0

1.
41

0.
06

3
0.

86
7

-1
.2

1
0.

52
4

0.
68

2

St
at

4
20

84
9

N
M

_0
11

48
7

sig
na

l t
ra

ns
du

ce
r 

an
d 

ac
tiv

at
or

 o
f 

tr
an

sc
rip

tio
n 

4

-1
.3

5
0.

63
6

0.
90

0
-1

.6
7

0.
43

5
0.

86
7

1.
24

0.
64

0
0.

75
7

Tb
x2

1
57

76
5

N
M

_0
19

50
7

T-
bo

x 
21

-1
.0

2
0.

76
3

0.
92

0
-1

.0
1

0.
91

8
0.

97
5

-1
.0

2
0.

67
5

0.
78

0

   
Th

1 
Im

m
un

e 
Re

sp
on

se
: 

Cc
r2

12
77

2
N

M
_0

09
91

5
ch

em
ok

in
e 

(C
-C

 m
ot

if)
 

re
ce

pt
or

 2
-1

.11
0.

81
0

0.
93

2
-1

.3
3

0.
24

7
0.

86
7

1.
20

0.
67

3
0.

77
9

Cd
80

12
51

9
N

M
_0

09
85

5
CD

80
 a

nt
ig

en
-1

.1
8

0.
63

5
0.

90
0

-1
.2

2
0.

31
5

0.
86

7
1.

03
0.

91
7

0.
94

4

Il1
2b

16
16

0
N

M
_0

08
35

2,
 

N
M

_0
01

30
32

44
in

te
rle

uk
in

-1
2 

su
bu

ni
t 

be
ta

 p
re

cu
rs

or
1.

09
0.

76
8

0.
92

1
-1

.0
5

0.
54

9
0.

86
7

1.
15

0.
64

5
0.

76
0

Il1
8

16
17

3
N

M
_0

08
36

0
in

te
rle

uk
in

 1
8

-2
.2

1
0.

03
1

0.
90

0
-1

.6
5

0.
24

2
0.

86
7

-1
.3

4
0.

38
6

0.
60

6

Il1
8b

p
16

06
8

N
M

_0
10

53
1

in
te

rle
uk

in
 1

8 
bi

nd
in

g 
pr

ot
ei

n
1.

90
0.

63
2

0.
90

0
1.

24
0.

45
1

0.
86

7
1.

53
0.

73
9

0.
82

5

Il1
rl1

17
08

2
N

M
_0

01
29

41
71

, 
N

M
_0

10
74

3,
 

N
M

_0
01

02
56

02

in
te

rle
uk

in
-1

 re
ce

pt
or

-
lik

e 
1 

iso
fo

rm
 b

 
pr

ec
ur

so
r

-2
.1

0
0.

21
4

0.
90

0
-6

.5
0

0.
05

4
0.

86
7

3.
10

0.
04

9
0.

59
0

Il2
7r

a
50

93
1

N
M

_0
16

67
1

in
te

rle
uk

in
 2

7 
re

ce
pt

or
, 

al
ph

a
-1

.9
0

0.
43

4
0.

90
0

-2
.0

8
0.

40
1

0.
86

7
1.

10
0.

62
6

0.
74

7

N
fk

b1
18

03
3

N
M

_0
08

68
9

nu
cl

ea
r f

ac
to

r o
f k

ap
pa

 
lig

ht
 p

ol
yp

ep
tid

e 
ge

ne
 

en
ha

nc
er

 in
 B

 c
el

ls 
1,

 
p1

05

1.
05

0.
75

5
0.

91
8

-1
.1

5
0.

23
3

0.
86

7
1.

21
0.

35
7

0.
60

0

So
cs

5
56

46
8

N
M

_0
19

65
4

su
pp

re
ss

or
 o

f c
yt

ok
in

e 
sig

na
lin

g 
5

1.
28

0.
23

8
0.

90
0

-1
.1

6
0.

41
5

0.
86

7
1.

48
0.

06
8

0.
59

0

Tl
r4

21
89

8
N

M
_0

21
29

7
To

ll-
lik

e 
re

ce
pt

or
 4

1.
13

0.
74

4
0.

91
5

-1
.1

0
0.

50
7

0.
86

7
1.

24
0.

58
4

0.
72

1

Tl
r6

21
89

9
N

M
_0

11
60

4
To

ll-
lik

e 
re

ce
pt

or
 6

-1
.3

0
0.

29
3

0.
90

0
1.

04
0.

82
7

0.
94

1
-1

.3
5

0.
05

6
0.

59
0

(C
on

tin
ue

d 
to

 th
e n

ex
t p

ag
e)



Intest Res, Published online   

www.irjournal.org

<doi> • <doi 1>

Ge
ne

_S
ym

bo
l

Ge
ne

_I
D

Tr
an

sc
rip

t_
ID

Ge
ne

_D
es

cr
ip

tio
n

7D
W

8-
5 

tr
ea

te
d 

 
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e 
vs

. o
nl

y 
DS

S 
ad

m
in

ist
ra

te
d 

m
ic

e

α -
Ga

lC
er

 t
re

at
ed

  
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e 
vs

. o
nl

y 
DS

S 
ad

m
in

ist
ra

te
d 

m
ic

e

7D
W

8-
5 

tr
ea

te
d 

 
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e 
vs

. α
-G

al
Ce

r t
re

at
ed

  
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e

Fo
ld

 
ch

an
ge

P-
va

lu
e

q-
va

lu
e

Fo
ld

 
ch

an
ge

P-
va

lu
e

q-
va

lu
e

Fo
ld

 
ch

an
ge

P-
va

lu
e

q-
va

lu
e

Ve
gf

a
22

33
9

N
M

_0
01

02
52

57
, 

N
M

_0
01

28
70

57
, 

N
M

_0
01

02
52

50
, 

N
M

_0
01

28
70

58
, 

N
M

_0
01

11
02

68
, 

N
M

_0
01

11
02

67
, 

N
M

_0
01

11
02

66
, 

N
M

_0
09

50
5,

 
N

M
_0

01
28

70
56

va
sc

ul
ar

 e
nd

ot
he

lia
l 

gr
ow

th
 fa

ct
or

 A
1.

52
0.

55
3

0.
90

0
-1

.1
7

0.
80

7
0.

93
5

1.
78

0.
35

6
0.

60
0

   
Ot

he
r  

Th
1-

Re
la

te
d 

G
en

es
: 

Cd
28

12
48

7
N

M
_0

07
64

2
CD

28
 a

nt
ig

en
-1

.5
1

0.
47

0
0.

90
0

-1
.5

4
0.

45
9

0.
86

7
1.

02
0.

81
5

0.
87

5

Cd
40

21
93

9
N

M
_1

70
70

4,
 

N
M

_0
11

61
1,

 
N

R_
02

78
52

, 
N

M
_1

70
70

2,
 

N
M

_1
70

70
3

CD
40

 a
nt

ig
en

-1
.1

7
0.

78
1

0.
92

4
-1

.6
1

0.
17

2
0.

86
7

1.
38

0.
59

3
0.

72
6

Cs
f2

12
98

1
N

M
_0

09
96

9
co

lo
ny

 s
tim

ul
at

in
g 

fa
ct

or
 2

 (g
ra

nu
lo

cy
te

-
m

ac
ro

ph
ag

e)

1.
29

0.
05

7
0.

90
0

-1
.11

0.
10

3
0.

86
7

1.
42

0.
01

9
0.

59
0

Il1
2r

b2
16

16
2

N
M

_0
08

35
4

in
te

rle
uk

in
 1

2 
re

ce
pt

or
, 

be
ta

 2
-1

.0
2

0.
77

5
0.

92
2

1.
02

0.
46

3
0.

86
7

-1
.0

4
0.

54
5

0.
69

6

Il1
8r

1
16

18
2

N
M

_0
08

36
5,

 
N

M
_0

01
16

18
43

, 
N

M
_0

01
16

18
42

in
te

rle
uk

in
 1

8 
re

ce
pt

or
 1

-1
.11

0.
59

7
0.

90
0

-1
.3

8
0.

01
3

0.
86

7
1.

25
0.

34
8

0.
59

8

Il2
ra

16
18

4
N

M
_0

08
36

7
in

te
rle

uk
in

 2
 re

ce
pt

or
, 

al
ph

a 
ch

ai
n

-1
.4

5
0.

52
4

0.
90

0
-1

.8
2

0.
29

7
0.

86
7

1.
25

0.
65

1
0.

76
4

Irf
1

16
36

2
N

M
_0

01
15

93
96

, 
N

M
_0

01
15

93
93

, 
N

M
_0

08
39

0

in
te

rf
er

on
 re

gu
la

to
ry

 
fa

ct
or

 1
1.

63
0.

40
0

0.
90

0
1.

16
0.

55
1

0.
86

7
1.

41
0.

52
9

0.
68

5

So
cs

1
12

70
3

N
M

_0
01

27
16

03
, 

N
M

_0
09

89
6

su
pp

re
ss

or
 o

f c
yt

ok
in

e 
sig

na
lin

g 
1

1.
72

0.
48

5
0.

90
0

1.
44

0.
30

3
0.

86
7

1.
19

0.
79

7
0.

86
3

St
at

1
20

84
6

N
M

_0
01

20
53

14
, 

N
M

_0
09

28
3,

 
N

M
_0

01
20

53
13

sig
na

l t
ra

ns
du

ce
r 

an
d 

ac
tiv

at
or

 o
f 

tr
an

sc
rip

tio
n 

1

1.
48

0.
51

5
0.

90
0

1.
14

0.
33

5
0.

86
7

1.
30

0.
64

2
0.

75
8

Tn
f

21
92

6
N

M
_0

01
27

86
01

, 
N

M
_0

13
69

3
tu

m
or

 n
ec

ro
sis

 fa
ct

or
1.

21
0.

85
8

0.
95

0
-1

.0
1

0.
98

2
0.

99
6

1.
23

0.
83

4
0.

88
7

Su
pp

le
m

en
ta

ry
 T

ab
le

 1
. C

on
tin

ue
d

(C
on

tin
ue

d 
to

 th
e n

ex
t p

ag
e)



Chansu Lee, et al. • 7DW8-5 ameliorates colitis in mice model 

www.irjournal.org

Silvio Danese, et al. • iSTART consensus recommendations

Ge
ne

_S
ym

bo
l

Ge
ne

_I
D

Tr
an

sc
rip

t_
ID

Ge
ne

_D
es

cr
ip

tio
n

7D
W

8-
5 

tr
ea

te
d 

 
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e 
vs

. o
nl

y 
DS

S 
ad

m
in

ist
ra

te
d 

m
ic

e

α -
Ga

lC
er

 t
re

at
ed

  
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e 
vs

. o
nl

y 
DS

S 
ad

m
in

ist
ra

te
d 

m
ic

e

7D
W

8-
5 

tr
ea

te
d 

 
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e 
vs

. α
-G

al
Ce

r t
re

at
ed

  
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e

Fo
ld

 
ch

an
ge

P-
va

lu
e

q-
va

lu
e

Fo
ld

 
ch

an
ge

P-
va

lu
e

q-
va

lu
e

Fo
ld

 
ch

an
ge

P-
va

lu
e

q-
va

lu
e

Th
2 

pa
th

w
ay

   
Th

2 
M

ar
ke

rs
: 

Cc
r4

12
77

3
N

M
_0

09
91

6
ch

em
ok

in
e 

(C
-C

 m
ot

if)
 

re
ce

pt
or

 4
-1

.3
8

0.
43

0
0.

90
0

-1
.3

6
0.

44
9

0.
86

7
-1

.0
1

0.
85

7
0.

90
3

G
at

a3
14

46
2

N
M

_0
08

09
1

G
AT

A 
bi

nd
in

g 
pr

ot
ei

n 
3

-1
.0

3
0.

81
8

0.
93

5
1.

21
0.

51
4

0.
86

7
-1

.2
5

0.
46

1
0.

64
3

St
at

6
20

85
2

N
M

_0
09

28
4

sig
na

l t
ra

ns
du

ce
r 

an
d 

ac
tiv

at
or

 o
f 

tr
an

sc
rip

tio
n 

6

1.
13

0.
11

0
0.

90
0

-1
.0

2
0.

58
1

0.
87

0
1.

16
0.

08
7

0.
59

0

   
Th

2 
Im

m
un

e 
Re

sp
on

se
: 

Bc
l6

12
05

3
N

M
_0

09
74

4
B 

ce
ll 

le
uk

em
ia

/
ly

m
ph

om
a 

6
1.

50
0.

22
4

0.
90

0
-1

.2
9

0.
37

6
0.

86
7

1.
93

0.
04

3
0.

59
0

Cd
27

21
94

0
N

M
_0

01
03

31
26

, 
N

M
_0

01
28

67
53

, 
N

M
_0

01
04

25
64

CD
27

 a
nt

ig
en

-2
.2

0
0.

42
3

0.
90

0
-2

.1
9

0.
42

7
0.

86
7

-1
.0

1
0.

90
5

0.
93

6

Cd
86

12
52

4
N

M
_0

19
38

8
CD

86
 a

nt
ig

en
-1

.1
3

0.
81

8
0.

93
5

-1
.3

7
0.

01
4

0.
86

7
1.

21
0.

72
1

0.
81

2

Il1
0

16
15

3
N

M
_0

10
54

8
in

te
rle

uk
in

 1
0

-1
.7

8
0.

32
5

0.
90

0
-2

.5
4

0.
20

8
0.

86
7

1.
42

0.
45

0
0.

63
8

Il6
16

19
3

N
M

_0
31

16
8

in
te

rle
uk

in
 6

-1
.0

3
0.

97
8

0.
99

2
-1

.7
2

0.
39

8
0.

86
7

1.
67

0.
67

4
0.

77
9

   
Ot

he
r  

Th
2-

Re
la

te
d 

G
en

es
: 

Cc
l5

20
30

4
N

M
_0

13
65

3
ch

em
ok

in
e 

(C
-C

 m
ot

if)
 

lig
an

d 
5

-1
.2

4
0.

81
2

0.
93

3
1.

08
0.

90
3

0.
97

2
-1

.3
3

0.
77

2
0.

84
6

Cc
l7

20
30

6
N

M
_0

13
65

4
ch

em
ok

in
e 

(C
-C

 m
ot

if)
 

lig
an

d 
7

1.
17

0.
81

2
0.

93
3

-1
.9

5
0.

26
8

0.
86

7
2.

27
0.

29
0

0.
59

0

Ce
bp

b
12

60
8

N
M

_0
01

28
77

38
CC

AA
T/

en
ha

nc
er

-b
in

di
ng

 
pr

ot
ei

n 
be

ta
 is

of
or

m
 b

1.
80

0.
34

7
0.

90
0

-1
.4

7
0.

48
6

0.
86

7
2.

65
0.

05
2

0.
59

0

G
fi1

14
58

1
N

M
_0

10
27

8,
 

N
M

_0
01

26
76

21
gr

ow
th

 fa
ct

or
 

in
de

pe
nd

en
t 1

-1
.4

6
0.

03
3

0.
90

0
1.

41
0.

38
2

0.
86

7
-2

.0
5

0.
19

1
0.

59
0

Ic
os

54
16

7
N

M
_0

17
48

0
in

du
ci

bl
e 

T 
ce

ll 
 

co
-s

tim
ul

at
or

-1
.5

6
0.

36
7

0.
90

0
-1

.9
5

0.
27

0
0.

86
7

1.
25

0.
50

7
0.

67
0

Il1
r1

16
17

7
N

M
_0

08
36

2,
 

N
M

_0
01

12
33

82
in

te
rle

uk
in

 1
 re

ce
pt

or
, 

ty
pe

 I
1.

09
0.

85
0

0.
94

6
-1

.8
2

0.
28

7
0.

86
7

1.
98

0.
21

1
0.

59
0

Il4
ra

16
19

0
N

M
_0

01
00

87
00

in
te

rle
uk

in
 4

 re
ce

pt
or

, 
al

ph
a

1.
35

0.
48

5
0.

90
0

-1
.1

5
0.

64
0

0.
88

3
1.

56
0.

33
0

0.
59

3

Irf
4

16
36

4
N

M
_0

13
67

4
in

te
rf

er
on

 re
gu

la
to

ry
 

fa
ct

or
 4

-1
.4

8
0.

54
1

0.
90

0
-1

.7
2

0.
44

5
0.

86
7

1.
16

0.
54

6
0.

69
7

Su
pp

le
m

en
ta

ry
 T

ab
le

 1
. C

on
tin

ue
d

(C
on

tin
ue

d 
to

 th
e n

ex
t p

ag
e)



Intest Res, Published online   

www.irjournal.org

<doi> • <doi 1>

Ge
ne

_S
ym

bo
l

Ge
ne

_I
D

Tr
an

sc
rip

t_
ID

Ge
ne

_D
es

cr
ip

tio
n

7D
W

8-
5 

tr
ea

te
d 

 
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e 
vs

. o
nl

y 
DS

S 
ad

m
in

ist
ra

te
d 

m
ic

e

α -
Ga

lC
er

 t
re

at
ed

  
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e 
vs

. o
nl

y 
DS

S 
ad

m
in

ist
ra

te
d 

m
ic

e

7D
W

8-
5 

tr
ea

te
d 

 
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e 
vs

. α
-G

al
Ce

r t
re

at
ed

  
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e

Fo
ld

 
ch

an
ge

P-
va

lu
e

q-
va

lu
e

Fo
ld

 
ch

an
ge

P-
va

lu
e

q-
va

lu
e

Fo
ld

 
ch

an
ge

P-
va

lu
e

q-
va

lu
e

Ja
k1

16
45

1
N

M
_1

46
14

5
Ja

nu
s 

ki
na

se
 1

1.
09

0.
74

2
0.

91
5

-1
.5

7
0.

01
9

0.
86

7
1.

71
0.

23
3

0.
59

0

Ju
nb

16
47

7
N

M
_0

08
41

6
ju

n 
B 

pr
ot

o-
on

co
ge

ne
1.

81
0.

30
8

0.
90

0
-1

.2
3

0.
69

6
0.

89
8

2.
22

0.
16

3
0.

59
0

M
af

17
13

2
N

M
_0

01
02

55
77

av
ia

n 
m

us
cu

lo
ap

on
eu

ro
tic

 
fib

ro
sa

rc
om

a 
(v

-m
af

) 
AS

42
 o

nc
og

en
e 

ho
m

ol
og

1.
17

0.
44

3
0.

90
0

-1
.0

7
0.

70
0

0.
89

9
1.

26
0.

35
3

0.
59

9

N
fa

tc
1

18
01

8
N

M
_0

01
16

41
10

, 
N

M
_0

01
16

41
11

, 
N

M
_0

01
16

41
12

, 
N

M
_0

16
79

1,
 

N
M

_0
01

16
41

09
, 

N
M

_1
98

42
9

nu
cl

ea
r f

ac
to

r o
f 

ac
tiv

at
ed

 T
 c

el
ls,

 
cy

to
pl

as
m

ic
, c

al
ci

ne
ur

in
 

de
pe

nd
en

t 1

-1
.1

7
0.

32
2

0.
90

0
-1

.2
5

0.
24

4
0.

86
7

1.
07

0.
27

8
0.

59
0

N
fa

tc
2

18
01

9
N

M
_0

01
29

11
73

, 
N

R_
11

18
97

, 
N

M
_0

01
29

11
71

, 
N

M
_0

01
29

11
70

, 
N

M
_0

01
29

11
77

, 
N

M
_0

01
29

11
76

, 
N

M
_0

01
29

11
75

, 
N

M
_0

01
29

11
74

, 
N

M
_0

10
89

9,
 

N
M

_0
01

29
11

69
, 

N
M

_0
01

29
11

79
, 

N
M

_0
01

29
11

78
, 

N
M

_0
01

29
11

72
, 

N
M

_0
01

03
71

77
, 

N
M

_0
01

29
11

68
, 

N
R_

11
18

98
, 

N
M

_0
01

13
60

73
, 

N
M

_0
01

03
71

78

nu
cl

ea
r f

ac
to

r o
f 

ac
tiv

at
ed

 T
-c

el
ls,

 
cy

to
pl

as
m

ic
 2

 is
of

or
m

 f

-1
.11

0.
55

1
0.

90
0

-1
.0

9
0.

56
7

0.
86

8
-1

.0
2

0.
89

6
0.

93
0

Pc
gf

2
22

65
8

N
M

_0
01

16
33

08
, 

N
M

_0
09

54
5,

 
N

M
_0

01
16

33
07

po
ly

co
m

b 
gr

ou
p 

rin
g 

fin
ge

r 2
1.

26
0.

29
6

0.
90

0
1.

35
0.

24
0

0.
86

7
-1

.0
8

0.
73

0
0.

81
9

Il7
16

19
6

N
M

_0
08

37
1

in
te

rle
uk

in
 7

-1
.5

0
0.

33
7

0.
90

0
1.

04
0.

87
7

0.
96

1
-1

.5
5

0.
31

1
0.

59
2

Su
pp

le
m

en
ta

ry
 T

ab
le

 1
. C

on
tin

ue
d

(C
on

tin
ue

d 
to

 th
e n

ex
t p

ag
e)



Chansu Lee, et al. • 7DW8-5 ameliorates colitis in mice model 

www.irjournal.org

Silvio Danese, et al. • iSTART consensus recommendations

Ge
ne

_S
ym

bo
l

Ge
ne

_I
D

Tr
an

sc
rip

t_
ID

Ge
ne

_D
es

cr
ip

tio
n

7D
W

8-
5 

tr
ea

te
d 

 
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e 
vs

. o
nl

y 
DS

S 
ad

m
in

ist
ra

te
d 

m
ic

e

α -
Ga

lC
er

 t
re

at
ed

  
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e 
vs

. o
nl

y 
DS

S 
ad

m
in

ist
ra

te
d 

m
ic

e

7D
W

8-
5 

tr
ea

te
d 

 
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e 
vs

. α
-G

al
Ce

r t
re

at
ed

  
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e

Fo
ld

 
ch

an
ge

P-
va

lu
e

q-
va

lu
e

Fo
ld

 
ch

an
ge

P-
va

lu
e

q-
va

lu
e

Fo
ld

 
ch

an
ge

P-
va

lu
e

q-
va

lu
e

Th
17

 p
at

hw
ay

   
Su

rf
ac

e 
M

ol
ec

ul
es

: 
Cd

34
12

49
0

N
M

_1
33

65
4,

 
N

M
_0

01
11

10
59

CD
34

 a
nt

ig
en

-1
.1

4
0.

61
5

0.
90

0
-2

.5
7

0.
10

1
0.

86
7

2.
26

0.
00

8
0.

59
0

Cd
4

12
50

4
N

M
_0

13
48

8
CD

4 
an

tig
en

-1
.8

7
0.

36
6

0.
90

0
-2

.3
7

0.
29

1
0.

86
7

1.
27

0.
57

3
0.

71
4

Cd
8a

12
52

5
N

M
_0

09
85

7,
 

N
M

_0
01

08
11

10
CD

8 
an

tig
en

, a
lp

ha
 c

ha
in

-1
.8

3
0.

53
8

0.
90

0
-1

.3
7

0.
72

5
0.

90
8

-1
.3

4
0.

04
3

0.
59

0

Ic
am

1
15

89
4

N
M

_0
10

49
3

in
te

rc
el

lu
la

r a
dh

es
io

n 
m

ol
ec

ul
e 

1
1.

09
0.

88
9

0.
96

1
-1

.71
0.

03
6

0.
86

7
1.

86
0.

40
8

0.
61

6

   
Ch

em
ok

in
es

:
Cc

l2
20

29
6

N
M

_0
11

33
3

ch
em

ok
in

e 
(C

-C
 m

ot
if)

 
lig

an
d 

2
1.

09
0.

85
2

0.
94

7
-3

.1
4

0.
16

6
0.

86
7

3.
42

0.
13

9
0.

59
0

Cc
l2

0
20

29
7

N
M

_0
01

15
97

38
, 

N
M

_0
16

96
0

ch
em

ok
in

e 
(C

-C
 m

ot
if)

 
lig

an
d 

20
-1

.6
7

0.
67

5
0.

90
2

-3
.8

6
0.

08
2

0.
86

7
2.

32
0.

52
4

0.
68

2

Cc
l2

2
20

29
9

N
M

_0
09

13
7

ch
em

ok
in

e 
(C

-C
 m

ot
if)

 
lig

an
d 

22
-1

.3
4

0.
78

5
0.

92
5

-2
.6

2
0.

22
6

0.
86

7
1.

95
0.

55
8

0.
70

5

Cx
3c

l1
20

31
2

N
M

_0
09

14
2

ch
em

ok
in

e 
(C

-X
3-

C 
m

ot
if)

 li
ga

nd
 1

1.
22

0.
50

2
0.

90
0

1.
08

0.
79

2
0.

93
1

1.
13

0.
62

2
0.

74
4

Cx
cl

1
14

82
5

N
M

_0
08

17
6

ch
em

ok
in

e 
(C

-X
-C

 m
ot

if)
 

lig
an

d 
1

-1
.0

8
0.

93
4

0.
97

6
-5

.2
1

0.
10

7
0.

86
7

4.
81

0.
25

5
0.

59
0

Cx
cl

12
20

31
5

N
M

_0
21

70
4,

 
N

M
_0

01
01

24
77

, 
N

M
_0

13
65

5

ch
em

ok
in

e 
(C

-X
-C

 m
ot

if)
 

lig
an

d 
12

1.
38

0.
50

0
0.

90
0

-2
.2

4
0.

21
6

0.
86

7
3.

10
0.

04
1

0.
59

0

Cx
cl

2
20

31
0

N
M

_0
09

14
0

ch
em

ok
in

e 
(C

-X
-C

 m
ot

if)
 

lig
an

d 
2

-1
.5

1
0.

70
8

0.
90

8
-2

.3
9

0.
35

9
0.

86
7

1.
58

0.
67

6
0.

78
1

Cx
cl

5
20

31
1

N
M

_0
09

14
1

ch
em

ok
in

e 
(C

-X
-C

 m
ot

if)
 

lig
an

d 
5

-1
.3

2
0.

76
3

0.
92

0
-3

.2
4

0.
06

2
0.

86
7

2.
46

0.
41

2
0.

61
8

M
m

p3
17

39
2

N
M

_0
10

80
9

m
at

rix
 m

et
al

lo
pe

pt
id

as
e 

3
1.

40
0.

69
9

0.
90

6
-3

.6
8

0.
21

9
0.

86
7

5.
16

0.
18

3
0.

59
0

M
m

p9
17

39
5

N
M

_0
13

59
9

m
at

rix
 m

et
al

lo
pe

pt
id

as
e 

9
-1

.6
0

0.
44

7
0.

90
0

-2
.9

1
0.

17
7

0.
86

7
1.

81
0.

23
7

0.
59

0

   
Cy

to
ki

ne
s:

 
Cs

f3
12

98
5

N
M

_0
09

97
1

co
lo

ny
 s

tim
ul

at
in

g 
fa

ct
or

 
3 

(g
ra

nu
lo

cy
te

)
1.

06
0.

96
6

0.
98

7
-2

.6
3

0.
17

8
0.

86
7

2.
78

0.
50

1
0.

66
6

Su
pp

le
m

en
ta

ry
 T

ab
le

 1
. C

on
tin

ue
d

(C
on

tin
ue

d 
to

 th
e n

ex
t p

ag
e)



Intest Res, Published online   

www.irjournal.org

<doi> • <doi 1>

Ge
ne

_S
ym

bo
l

Ge
ne

_I
D

Tr
an

sc
rip

t_
ID

Ge
ne

_D
es

cr
ip

tio
n

7D
W

8-
5 

tr
ea

te
d 

 
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e 
vs

. o
nl

y 
DS

S 
ad

m
in

ist
ra

te
d 

m
ic

e

α -
Ga

lC
er

 t
re

at
ed

  
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e 
vs

. o
nl

y 
DS

S 
ad

m
in

ist
ra

te
d 

m
ic

e

7D
W

8-
5 

tr
ea

te
d 

 
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e 
vs

. α
-G

al
Ce

r t
re

at
ed

  
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e

Fo
ld

 
ch

an
ge

P-
va

lu
e

q-
va

lu
e

Fo
ld

 
ch

an
ge

P-
va

lu
e

q-
va

lu
e

Fo
ld

 
ch

an
ge

P-
va

lu
e

q-
va

lu
e

Il1
5

16
16

8
N

M
_0

01
25

47
47

, 
N

M
_0

08
35

7
in

te
rle

uk
in

 1
5

1.
23

0.
38

3
0.

90
0

1.
57

0.
11

6
0.

86
7

-1
.2

7
0.

36
1

0.
60

0

Il1
7a

16
17

1
N

M
_0

10
55

2
in

te
rle

uk
in

 1
7A

1.
08

0.
90

7
0.

96
6

-1
.0

6
0.

72
9

0.
90

9
1.

14
0.

83
8

0.
89

0

Il1
7c

23
48

36
N

M
_1

45
83

4
in

te
rle

uk
in

 1
7C

1.
18

0.
65

3
0.

90
1

1.
02

0.
87

2
0.

95
8

1.
16

0.
69

6
0.

79
4

Il1
7d

23
91

14
N

M
_1

45
83

7
in

te
rle

uk
in

 1
7D

1.
95

0.
04

3
0.

90
0

1.
31

0.
23

0
0.

86
7

1.
49

0.
12

7
0.

59
0

Il1
7f

25
76

30
N

M
_1

45
85

6
in

te
rle

uk
in

 1
7F

1.
69

0.
60

2
0.

90
0

-1
.0

1
0.

83
6

0.
94

5
1.

71
0.

59
5

0.
72

6

Il1
b

16
17

6
N

M
_0

08
36

1
in

te
rle

uk
in

 1
 b

et
a

-1
.4

7
0.

76
6

0.
92

1
-1

.5
0

0.
65

0
0.

88
6

1.
02

0.
98

6
0.

99
1

Il2
2

50
92

9
N

M
_0

16
97

1
in

te
rle

uk
in

 2
2

2.
83

0.
59

9
0.

90
0

-1
.1

0
0.

64
3

0.
88

4
3.

12
0.

57
0

0.
71

2

Il2
3a

83
43

0
N

M
_0

31
25

2
in

te
rle

uk
in

 2
3,

 a
lp

ha
 

su
bu

ni
t p

19
1.

06
0.

76
2

0.
92

0
1.

10
0.

66
0

0.
89

0
-1

.0
4

0.
86

2
0.

90
7

Tg
fb

1
21

80
3

N
M

_0
11

57
7

tr
an

sf
or

m
in

g 
gr

ow
th

 
fa

ct
or

, b
et

a 
1

-1
.3

1
0.

52
4

0.
90

0
-2

.7
8

0.
12

4
0.

86
7

2.
13

0.
22

3
0.

59
0

   
Cy

to
ki

ne
 

Re
ce

pt
or

s:
 

Cc
r6

12
45

8
N

M
_0

09
83

5,
 

N
M

_0
01

19
03

38
, 

N
M

_0
01

19
03

37
, 

N
M

_0
01

19
03

36
, 

N
M

_0
01

19
03

35
, 

N
M

_0
01

19
03

34
, 

N
M

_0
01

19
03

33

ch
em

ok
in

e 
(C

-C
 m

ot
if)

 
re

ce
pt

or
 6

-1
.4

0
0.

66
0

0.
90

1
-2

.0
2

0.
37

4
0.

86
7

1.
45

0.
56

6
0.

71
0

Il1
2r

b1
16

16
1

N
M

_0
08

35
3

in
te

rle
uk

in
 1

2 
re

ce
pt

or
, 

be
ta

 1
-1

.11
0.

71
5

0.
91

0
-1

.0
8

0.
76

7
0.

92
1

-1
.0

3
0.

89
5

0.
92

9

Il1
7r

a
16

17
2

N
M

_0
08

35
9

in
te

rle
uk

in
 1

7 
re

ce
pt

or
 A

-1
.2

6
0.

27
8

0.
90

0
-1

.2
7

0.
13

4
0.

86
7

1.
01

0.
95

6
0.

97
0

Il1
7r

b
50

90
5

N
M

_0
19

58
3

in
te

rle
uk

in
 1

7 
re

ce
pt

or
 B

1.
04

0.
79

3
0.

92
7

1.
16

0.
02

8
0.

86
7

-1
.11

0.
53

5
0.

68
9

Il1
7r

c
17

10
95

N
M

_1
78

94
2,

 
N

M
_1

34
15

9
in

te
rle

uk
in

 1
7 

re
ce

pt
or

 C
-1

.1
0

0.
45

9
0.

90
0

1.
15

0.
35

9
0.

86
7

-1
.2

7
0.

10
8

0.
59

0

Il1
7r

e
57

89
0

N
M

_0
01

03
40

29
, 

N
M

_1
45

82
6,

 
N

M
_0

01
03

40
31

in
te

rle
uk

in
 1

7 
re

ce
pt

or
 E

-1
.3

0
0.

57
0

0.
90

0
1.

20
0.

27
1

0.
86

7
-1

.5
6

0.
39

7
0.

61
1

Il2
3r

20
95

90
N

M
_1

44
54

8
in

te
rle

uk
in

 2
3 

re
ce

pt
or

1.
01

0.
95

3
0.

98
4

-1
.0

6
0.

38
5

0.
86

7
1.

06
0.

50
9

0.
67

1

Il6
ra

16
19

4
N

M
_0

10
55

9
in

te
rle

uk
in

 6
 re

ce
pt

or
, 

al
ph

a
1.

03
0.

91
6

0.
96

9
-1

.5
4

0.
15

2
0.

86
7

1.
59

0.
25

7
0.

59
0

Su
pp

le
m

en
ta

ry
 T

ab
le

 1
. C

on
tin

ue
d

(C
on

tin
ue

d 
to

 th
e n

ex
t p

ag
e)



Chansu Lee, et al. • 7DW8-5 ameliorates colitis in mice model 

www.irjournal.org

Silvio Danese, et al. • iSTART consensus recommendations

Ge
ne

_S
ym

bo
l

Ge
ne

_I
D

Tr
an

sc
rip

t_
ID

Ge
ne

_D
es

cr
ip

tio
n

7D
W

8-
5 

tr
ea

te
d 

 
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e 
vs

. o
nl

y 
DS

S 
ad

m
in

ist
ra

te
d 

m
ic

e

α -
Ga

lC
er

 t
re

at
ed

  
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e 
vs

. o
nl

y 
DS

S 
ad

m
in

ist
ra

te
d 

m
ic

e

7D
W

8-
5 

tr
ea

te
d 

 
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e 
vs

. α
-G

al
Ce

r t
re

at
ed

  
DS

S-
in

du
ce

d 
co

lit
is 

m
ic

e

Fo
ld

 
ch

an
ge

P-
va

lu
e

q-
va

lu
e

Fo
ld

 
ch

an
ge

P-
va

lu
e

q-
va

lu
e

Fo
ld

 
ch

an
ge

P-
va

lu
e

q-
va

lu
e

   
Si

gn
al

in
g 

Pa
th

w
ay

 
M

ol
ec

ul
es

 
an

d 
Tra

ns
cri

pt
ion

al 
Fa

ct
or

s:
 

Cl
ec

7a
56

64
4

N
M

_0
20

00
8

C-
ty

pe
 le

ct
in

 d
om

ai
n 

fa
m

ily
 7

, m
em

be
r a

1.
22

0.
79

2
0.

92
7

1.
04

0.
68

8
0.

89
7

1.
17

0.
83

0
0.

88
5

Fo
xp

3
20

37
1

N
M

_0
01

19
93

48
, 

N
M

_0
01

19
93

47
, 

N
M

_0
54

03
9

fo
rk

he
ad

 b
ox

 P
3

-1
.4

2
0.

41
9

0.
90

0
-1

.2
4

0.
56

9
0.

86
8

-1
.1

4
0.

16
0

0.
59

0

Is
g2

0
57

44
4

N
M

_0
01

11
35

27
, 

N
M

_0
01

29
12

21
, 

N
M

_0
01

29
12

20
, 

N
M

_0
20

58
3

in
te

rf
er

on
-s

tim
ul

at
ed

 
ge

ne
 2

0 
kD

a 
pr

ot
ei

n 
iso

fo
rm

 a

-2
.11

0.
45

7
0.

90
0

-2
.1

8
0.

45
3

0.
86

7
1.

03
0.

93
4

0.
95

6

Ja
k2

16
45

2
N

M
_0

01
04

81
77

, 
N

M
_0

08
41

3
Ja

nu
s 

ki
na

se
 2

1.
12

0.
76

6
0.

92
1

-1
.1

4
0.

46
8

0.
86

7
1.

28
0.

55
7

0.
70

4

Ro
ra

19
88

3
N

M
_0

01
28

99
16

, 
N

M
_0

01
28

99
17

, 
N

M
_0

13
64

6

nu
cl

ea
r r

ec
ep

to
r R

OR
-

al
ph

a 
iso

fo
rm

 3
1.

37
0.

15
1

0.
90

0
-1

.2
0

0.
27

7
0.

86
7

1.
64

0.
10

2
0.

59
0

Ro
rc

19
88

5
N

M
_0

11
28

1,
 

N
M

_0
01

29
37

34
, 

N
R_

12
16

56

nu
cl

ea
r r

ec
ep

to
r R

OR
-

ga
m

m
a 

iso
fo

rm
 2

1.
17

0.
53

8
0.

90
0

1.
05

0.
69

0
0.

89
7

1.
11

0.
66

3
0.

77
2

Ru
nx

1
12

39
4

N
M

_0
01

11
10

21
, 

N
M

_0
01

11
10

22
, 

N
M

_0
01

11
10

23
, 

N
M

_0
09

82
1

ru
nt

 re
la

te
d 

tr
an

sc
rip

tio
n 

fa
ct

or
 1

-1
.0

1
0.

92
7

0.
97

3
-1

.1
3

0.
23

6
0.

86
7

1.
11

0.
54

1
0.

69
4

S1
pr

1
13

60
9

N
M

_0
07

90
1

sp
hi

ng
os

in
e-

1-
ph

os
ph

at
e 

re
ce

pt
or

 1
-1

.4
4

0.
34

8
0.

90
0

-3
.4

4
0.

04
1

0.
86

7
2.

40
0.

12
2

0.
59

0

So
cs

3
12

70
2

N
M

_0
07

70
7

su
pp

re
ss

or
 o

f c
yt

ok
in

e 
sig

na
lin

g 
3

1.
85

0.
23

8
0.

90
0

-1
.1

7
0.

78
9

0.
93

0
2.

17
0.

28
8

0.
59

0

St
at

3
20

84
8

N
M

_2
13

65
9,

 
N

M
_0

11
48

6,
 

N
M

_2
13

66
0

sig
na

l t
ra

ns
du

ce
r 

an
d 

ac
tiv

at
or

 o
f 

tr
an

sc
rip

tio
n 

3

1.
51

0.
26

1
0.

90
0

-1
.3

5
0.

36
2

0.
86

7
2.

03
0.

08
1

0.
59

0

St
at

5a
20

85
0

N
M

_0
01

16
40

62
, 

N
M

_0
11

48
8

sig
na

l t
ra

ns
du

ce
r 

an
d 

ac
tiv

at
or

 o
f 

tr
an

sc
rip

tio
n 

5A

-1
.1

4
0.

37
4

0.
90

0
-1

.0
8

0.
55

1
0.

86
7

-1
.0

6
0.

65
4

0.
76

6

Sy
k

20
96

3
N

M
_0

01
19

89
77

, 
N

M
_0

11
51

8
sp

le
en

 ty
ro

sin
e 

ki
na

se
-1

.0
9

0.
86

3
0.

95
2

-1
.3

3
0.

03
7

0.
86

7
1.

22
0.

70
8

0.
80

3

Tr
af

6
22

03
4

N
M

_0
09

42
4,

 
N

M
_0

01
30

32
73

TN
F 

re
ce

pt
or

-a
ss

oc
ia

te
d 

fa
ct

or
 6

1.
19

0.
40

1
0.

90
0

1.
18

0.
36

7
0.

86
7

1.
01

0.
95

7
0.

97
1

Th
1,

 T
 h

el
pe

r t
yp

e 
1;

 D
SS

, d
ex

tr
an

 s
ul

fa
te

 s
od

iu
m

; α
-G

al
Ce

r, 
α -

ga
la

ct
os

yl
ce

ra
m

id
e.

 

Su
pp

le
m

en
ta

ry
 T

ab
le

 1
. C

on
tin

ue
d


